
Based on new findings, strains that contain 
L452R mutation can evade host immune response by 
escaping both cell and humoral immune systems, so it 
can be concluded that this virus is more dangerous and 
deadly. On the other hand, the mutations of this new 
variant could point to increased ACE2 binding result-
ing in more transmissibility (2, 7, 8). This shift causes 
more people to get the disease on an equal footing 
compared to other variants. As some studies estimate, 
the probability of spreading the disease doubled.

Meanwhile, the efficiency of the vaccines available 
in the market against the Delta variant is controversial. 
There are pieces of evidence that the effectiveness of 
vaccines against this strain has diminished. However, 
recent studies have shown that two doses of vaccines 
are effective at preventing hospitalization and death, 
neutralization levels of vaccinated sera are lower 
against the Delta variant compared to the initial strain. 
This fact would highlight the dangerousness of this 
variant and partially explain its wide diffusion in the 
world population (9, 10).

Besides, due to the chronic and prolonged period 
of the pandemic and its psychosocial effects, the obser-
vance of health protocols, social distance, use of masks 
relative to the beginning of the pandemic have de-
creased, which incidentally, is significant in areas with 
higher mortality. All of the above-mentioned leads to 
an explosion in the patient's number and more extraor-
dinary pressure on the health system of countries as a 
consequence. Due to the chronic involvement of the 

To the Editor,

Among the advancement of the COVID-19 
pandemic, the pathogenic virus proceeds to change 
genomic epidemiology and steadily whole-genome 
sequencing evolution. One of the latest variations, 
SARS-CoV-2 delta, B.1.617.2 variant of concern 
(VOC) formerly, has become the most prevalent type 
of SARS-CoV-2 in many countries (1). It was first 
classified in India in December 2020 and quickly es-
tablished itself as the most common lineage within the 
country, leading to an ultimate increase in the num-
ber of cases and daily deaths and overburdening of 
health systems in April 2021 More detailed analysis 
disclosed that the prevailing lineage in distribution is 
a novel identified lineage B.1.617 holding in common 
signature mutations D111D, G142D, L452R, E484Q, 
D614G, and P681R, in the spike protein, containing 
within the receptor-binding domain (RBD) (2, 3).

Following the initial high mortality rate of this 
variation in India as its hostess, as the growing num-
ber of fatal reports from several countries regarding its 
transfer to most parts of world in recent months, Delta 
variation was known as the deadliest COVID-19 (4-6).

According to official statistics, the mortality rate 
in individuals in areas where the Delta variant has be-
come dominant is much higher than the same period 
and the epidemic with previous COVID-19 lineages. 
The enigma here is, does this mean more lethality of 
this variant?
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medical staff during the pandemic, besides the high 
physical and mental pressures, along with the very high 
number of patients and people in need of care, it is pos-
sible that the health system collapsed and care not ad-
equately available to everyone. In any case, it should be 
regarded in mind that medical facilities, both in terms 
of medical equipment and human resources, are a cer-
tain amount and are not defined for such conditions. 
Additionally, even the lack of drugs and oxygen is sig-
nificant in some regions in that situation. As a result, 
the disproportionate number of people in need of care 
and available facilities will increase the casualties.

So it seems that conducting a comprehensive 
study considering all these aspects helps to clarify our 
initial question. Is Delta variation more lethal, or does 
it takes more victims for more transmissibility?
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